How to use the tool: 

1) Input the amino acid sequence in single letter codes. User can either paste the amino acid sequence in the single letter or click on the amino acid buttons to type the sequence. 

For example: MTKQEKTALNMARFIRSQTLTLLEKLNELADAADEQADICESLHDHADELYRSCLARFG
2)   User's are requested to input there email id.

3)   Click on SUBMIT button to execute your jobs on the server. 

4)   In the output ‘H’ refers to HELIX, ‘E’ for SHEET and ‘C’ for Loops.
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Output of the tool: 

Dear PROSECSC user,

Your job is completed successfully.

Result of the job is as follow

>                                                                               
MTKQEKTALNMARFIRSQTLTLLEKLNELADAADEQADICESLHDHADELYRSCLARFG

>                                                                               
CHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHC

>                                                                               
